Experimental design for analyzing molecular circadian rhythms in mouse lung. (a) Schematic depiction of microarray time series analysis to identify the circadian transcriptome specific to the basal and endotoxemic states. Note that all tissues for metabolomic analysis and IHC were derived from the biological samples used for Microarray Experiment #2. (b) For each temporal pattern we then estimated 4 circadian parameters using COSOPT. These are: mesor (M, the average level around which the rhythm varies), amplitude (A, the maximum deviation from the mesor), period length (t, the duration of each cycle), and acrophase (f, the time at which expression is highest). We followed the standard convention of reporting times of day in units of Circadian Time (CT), where CT0 represents lights-on and CT12 lights-off.
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